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RESULTS AND DISCUSSION

Biomass ATP and predicted growth model

INTRODUCTION

Amino acid amendments, as easily biodegradable organic matter, have great potential for
Improving the biological acvity of biomass in biofilters.

Kinetics of substrate degradation
» The degradation of peCOD and DOC followed the first-order kinetic model:
Ln (C) =Ln (C,) - kt
 The k values of peCOD and DOC were similar, but the degradation times of peCOD

DOC and peCOD

« The average removals of peCOD in the steady-state were greater than DOC
» The biological activity of biomass (i.e. biomass ATP) increased to approximately 1,900-15,000

_ _ _ e The degradation times of peCOD were longer than that of DOC
ng/cm? with amino acid amendments

In this study, photoelectrochemical oxygen demand (peCOD) and adenosine triphosphate

(ATP) analysis were used as the major monitoring tools to evaluate the study of the
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